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DETD . . . The probes of synthesized probe arrays typically are used in 



conjunction with biological target molecules of interest, such as cells, 
proteins, genes or EST's, other DNA sequences, or other 
biological elements. More specifically, the biological molecule of 
interest may be a. . . if transcripts *of genes are the interest of an 
experiment, the target molecules would be the transcripts. Other 
examples include protein fragments, small molecules, etc. 
Target nucleic acid refers to a nucleic acid (often derived from a 
biological sample) of interest.. 

DETD . . , . strands of short oligonucleotides in a water solution, or it 
may include a high concentration of long strands of complex 
proteins. The Af fymetrix. TM . 417.TM. Arrayer and 42 7.TM. Arrayer 
are devices that deposit densely packed arrays of biological materials 
on microscope slides. . . . 

CLM What is claimed is: 

claim 7, wherein: the one or more target molecules include any one 
or more of the following biological materials: cells; proteins 
; genes, EST's, or other DNA sequences; ligand; receptor; peptide; or 
nucleic acid. 

The interface of claim 11, wherein: the at least one data structure 
conforms, at least in part, to a publish database schema. 

20. The interface of claim 19, wherein: the publish database 
schema includes all or part of the AADM schema. 

22. The interface of claim 21, wherein: the laboratory information 

management system also includes a process database constructed 

and arranged to store identifiers of one or more locations where data of 



the at least one data structure. 

software application to the at least one data structure based on the 
one or more locations stored in the process database. 

25. The interface of claim 14, wherein: the user-provided software 
application includes any one or more of the following: a data- 
mining tool, an image-processing tool, or a data-processing 
tool . 
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DETD . . . The probes of synthesized probe arrays typically are used in 

conjunction with biological target molecules of interest, such as cells, 
proteins, genes or EST's, other DNA sequences, or other 
biological elements. More specifically, the biological molecule of 
interest may be a. . . if transcripts of genes are the interest of an 
experiment, the target molecules would be the transcripts. Other 
examples include protein fragments, small molecules, etc. 
Target nucleic acid refers to a nucleic acid (often derived from a 
biological sample) of interest.. 

DETD . ... strands of short oligonucleotides in a water solution, or it 
may include a high concentration of long strands of complex 
proteins. The Af fymetrix.RTM. 417.TM. Arrayer and 427.TM. • 
Arrayer are devices that deposit densely, packed arrays of biological 
materials on microscope slides. 

DETD [0035] Synthesized or spotted probe arrays typically are used in 
conjunction with tagged biological samples such as cells, 
proteins, genes or EST's, other DNA sequences, or other 
biological elements. These samples, referred to herein as targets, are 
processed so. . . 

CLM What is claimed is: 

1. A data mining tool, comprising: a data structure 

populator constructed and arranged to store one or more first sets of . 
data selected for. 

2. The data mining tool of claim 1, wherein: the 

data structure populator includes a pivot table populator and the first 
data structure is. . . 

3. The data mining tool of claim 1, wherein: at 

least one of the one or more first sets of data is user- selected . 

4. The data mining tool of claim 1, wherein: the 

one or more query parameters are, at least in part, user-selected. 



5. The data mining tool of claim 1, further 



comprising: a database registration processor constructed and 
arranged to provide the one or more first sets of data to the data 
structure populator based, at least in part, on a user selection of at 
least one database. 

6. The data mining tool of claim 5, wherein: the at 
least one database is organized in accordance with a 

database schema integrated for both synthesized probe array data 
and spotted probe array data. 

7. The data mining tool of claim 1, further 

comprising: a query parameter provider constructed and arranged to 
provide the one or more query. 

8. The data mining tool of claim 7, wherein: the 

user selection of at least one of the one or more query parameters 
includes ... 

9. The data mining tool of claim 7, wherein: the 

user selection of at least one of the one or more query parameters 
includes . ." . 

10. The data mining tool of claim 1, further 

comprising: a results tables and graphs builder constructed and 
arranged to graphically display data returned.' . . 

11. The data mining tool of claim 10, wherein: the 

graphic display consists of one or more of the group selected from 
table, spreadsheet, ... 

12. The data mining tool of claim 1, wherein: the 

one or more' first sets of data includes expression analysis data. 

13. The data mining tool of claim 1, further 

comprising: a query parameter provider constructed and arranged to 
provide the one or more query. 

14. The data mining tool of claim 13, wherein: the 

selection of at least one of the one or more query parameters further 
includes . 

15. The data mining tool of claim 13, wherein: the 

selection of at least one of the one or more query parameters further 
includes. 

16. A data mining tool, comprising: a first data 
structure including data provided from a first database; and 

a query manager constructed and arranged to interrogate the first data 
structure with a first query; wherein the first database is 
organized, at least in part, in accordance with a database 
schema integrated for synthesized .probe array data and spotted probe 
array data. 

17. A data mining method, comprising the steps of: 

storing first data into a first data structure provided from a first 
database; and interrogating the first data structure with a 
first query; wherein at least a portion of the first data are. 

18. The method of claim 17, further comprising the step of: providing 
the first data from the first database based, at least in 

part, on a user selection of at least one database. 

19. The method of claim 18, wherein: the at least one database 
is organized in accordance with an database schema integrated 

for both synthesized probe array data and spotted probe array data. 

24 . A computer program product for data mining 

comprising a computer usable medium storing control logic that, when 
executed on a computer system, performs a method comprising the. 

25. A computer system, comprising: a processor; and a memory unit 
having stored therein a set of data mining 

instructions that, when executed by the processor, performs a method 

comprising the steps of: displaying a first frame in a . 

27. A computer system, comprising: a processor; and a memory unit 



having stored therein a set of data mining 

instructions that, when executed by the processor, performs a method 
comprising the steps of storing first data into a first data structure 
provided from a first database and interrogating the first 
data structure with a first query, wherein at least a portion of the 
first data are. 

29. A computer system, comprising: a processor; and a memory unit 
having stored therein a set of data mining 

instructions that, when executed by the processor, performs a method 
comprising the steps of, storing first data into a first data structure 
provided from a first database and interrogating the first 
data structure with a first query, wherein the first data include 
combinations of comparison analyses for. 
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. . . in the same industry, have the same credit rating, have similar 
stock performance, or transact with the same financial institutions. 
Proteins can be judged to be similar if they contain aligning 
amino acid sequences, or can be similar if they can. 
What is claimed is : 

1. A method of mining data in a computer-readable database 
composed of a plurality of related items, wherein the relationship 
between each pair of related items comprises a scalar similarity. 
5. A method of mining data in a computer- readable ■ database 
composed of a plurality of related items, comprising: a) assigning 
coordinates to each item in an n-dimensional space, where n. . . 

7. A method of mining data in a computer-readable database 
composed of a plurality of related items, comprising: a) assigning 
coordinates to each item in an n-dimensional space, where n. 

8 . A computer system for communicating a database composed of 
a plurality of related items, wherein the relationship between each pair 
of related items comprises a scalar similarity value, comprising: a) a 
storage subsystem; b) an output subsystem; c) a processing subsystem 
connected to access the database stored in the storage 
subsystem and connected to control the operation of the output 
subsystem; d) means for determining coordinates. 
12 . A computer system for communicating a database composed of 
a plurality of related items, comprising: a) a storage subsystem; b) an 
output subsystem; c) a processing subsystem connected to access the 
database stored in the storage subsystem and connected to 
control the operation of the output subsystem; d) means for assigning 
coordinates . 

14 . A computer system for communicating a database composed of 
a plurality of related items, comprising: a) a storage subsystem; b) an 



output subsystem; c) a processing subsystem connected to access the 

database stored in the storage subsystem and connected to 

control the operation of the output subsystem; d) means for assigning 

coordinates. 

15. A method of using a computer to facilitate data 
mining of a database composed of a plurality of 

related items, wherein the relationship between each pair of related 
items comprises a scalar similarity. 



